VE GENgy,
W o,
N . '?4,
& 2,
PR o

e, i, -
L ¥
"vocr,mncuﬁ?ﬁ‘

i1l ULUSAL TIBB! Bl
VE GENETIK KON
27 - 30 Ekim 2013 Kusadasl

27 - 30 October 2013 Kusadasi - TURKEY

TUBITAK
Bu kongre TUBITAK tarafindan desteklenmigtir.,



patients and controls were compared, HEA-A3 (p:0.0005, pc:0.008),
HiA-B35 {p<0.0001, pc<G.003), HLA-BSL (P<0.0001, pc<0.003}
and HLA-B52 {p:0.001, pc:0.03) were found significantly higher
in control group while HLA-B27 {p<0.0001, pc<0.003} was found
significantly higher in patient group. %t is known that HLA-B27 allele
is related with the development of the disease. It is shown in other
studies that other HLA molecules together with ethnic differences
may have an effect in liability to and protectiveness from the
disease,
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Obezite ile FTO geni
polimorfizmlerinin iliskisi

rsi421085 wve rs993960%
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Obezite tim dinyada yaygin bir hastaliktr, FTO {Fat Mass and
Obesity Associated} geni beslenme davranigiarini ve enerji
eden 16,
ekson boyunca uzanan 400 kb’den daha uzun olan biyuk bir
gendir. FTO geninin ilk intronunda bulunan polimorfizmier ise
obezitenin vaygin formianyla iliskilidin. Bu ¢alismanin amaci, FTO
genindeki rs1421085 ve rs8938609 polimorfizmlerinin obezite

harcanmasini lentrol Kromozom (zerinde dokuz

ile iliskisinin incelenmesidir. Caligmamizda, Beden Kitle Indeksi
30kg/m?2 ve (zerinde ofan (BKi>=30 kg/m2) 190 obez ve BKi 18.5-
24.8kg/m2 arasinda olan 97 saghlkh birey FTO geni rs1421085
ve 159939609 polimorfizmieri bakimindan genotiplendiridmistir,
Genotiplendirme es zamanl PCR y&ntemi ile yapilmustin Vicut
kompozisyonu biyoelektrik impedans analizi ile belirlenmistir. Obez
grupia rs1421085 polimorfizmine bagh genotip dafishimi %30.5 17,

%51.1 TC, %-18.4 CC ve kontiol grubundca %28.9 TT, %52.6 TCve

%18.6 CC seklindedir. Obez gruptaki rs9939609 polimorfizmine
bagh genotip dagibm %33.7 T, %50.G AT, %16.3 AA ve kontrel
grubunda % 29.9 TT, % 55.7 AT, %14.4 AA sekiindedir, rs1421085 ve
rs9939609 polimorfizmierine iliskin genotip sikbklar bakimindan
obez ve saghkl bireyler arasinda bir fark gbzlenmemistir (P>0.05).
Bunun yanisira, genoctipler ve obeziteyle Hiskili antropometrik
vilcut kompozisyon parametreleri arasinda da bir korelasyon
bulunmarmighir (P>0.05). Bu calisma grubunda cbezite ve ¢alisilan
FTO polimorfizmleri arasinda bir iligk tespit edilmemisgtir,
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Association of obesity with rs1421085 and rs9939604
polymorphisms of FTO Gene
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Obesity is an epidemic ail over the world, FTO {Fat Mass and Obesity
Associated) plays a role in controlling feeding behavior and enargy
expenditure. FTC is a large gene of nine exons spanning more than
400 kb on chromosome 16 in humans, Several pelymerphisms in
the first intron of FTO gene have been associated with common
forms of human obesity. The aim of this study is to investigate the
genetic influence of rs1421085 and rs9939609 polymorphisms in
FTO gene on a sample of obese subjects and controls. rs1421085
and rs9939609 polymorphisms of FTO gene were genotyped
in 180 obese with a BMI>=30 kg/m2 (Body Mass Index) and 97
controls with a 8MI of 18.5 to 24.9. Genotyping was performed
by real-time polymerase chain reaction. Body composition was
established with bioelectric impedance analysis. The distribution
of rs1421085 genotype frequencies were 30.5% for TT, 51.1% for
TC, 18.4% for CC {in obese group) and 28.9% for TT, 52.6% for TC,
18.6% for CC (in control group). The distribution of 1599396069
genotype frequencies were 33.7% for TT, 50.0% for AT, 16.3% for
AA {in obese group) and 29.9% for TT, 55.7% for AT, 14.4% for AA
{in control group}. There were no significant differences (P>0.05]
between obese and controls in terms of genotype frequencies of
rs1421085 and rs9939609 polymorphisms in our study. Also there
were no significant correlation between genotypes and obesity
refated (anthropometric-body compaosition} parameters (P>0.05)
There is no association between FTO polymorphisms and ohesity
in this study group.
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iikat eksikiigi ve hiperaktivite bozuklugu {DEHB), agin hareketlilik
o durtisellikile karakterize, yaygin bir ndrodavranigsal bozukluktur.
jRNAlar gen ifadelerinin transkripsiyon sonrasi diizenieyicileri
tarak iglev goren kiiclik, kodlanmayan RNA gesitlerinden biridin
IRNA biyogenezi ve fonksivonal istevierinin  merkezi sinir
'éijsiminde snemli bir rele sahip oldugu ve miRNAlann fonksiyon
zukiukiarinin - Alzheimer, Parkinson
.astahklara neden olabilecegi dilsinilmektedic. miRNA ana
okansinda ya da miRNA hedefinde tek niikleotid polimorfizm
sNp) olarak isimlendirilen miR SNPlerin, kodlanan protein
eviyesinin ekspresyon ditzeyini degistirerel, cesith hastalikiarnn
lusmasina neden olabildigi bildiriimektedir. Hipatezimiz, miRNA

gibi  ndrodejeneratif

usum yolaginda yer alan genterin polimorfizmleri ile DEHB
rasinda bir iliskinin olup olmadsgini saptayabilmektir. Galismaya,
ontrol grubundan 164, vaka grubundan 191 biraye ait periferik
tkan ameklerinden DNA izolasyonunun ardindan, genotipleme,
“ABL Prism 7500 Reab-Time PCR sistemi ile gergeklestirilgh.
ontro} grubunda yas ortalamasi 27,23 29,01, vaka grubunda
27,84 +9,19'dur. Genotip ve allel dagdimlar: deéer!éndirmeieri
anucunda RNASEN, XPO5, RAN, DICERL (her iki SNP), TARBPZ,
AGO2, GEMIN3 ve GEMING genlerindeli polimorfizmierle DEHB
rasinda iligki gdzlenmedi. AGDZ rs595961'de hem aliet hem de
“genotip daBilimlarinda, DGCRE rs1640299de ise sadece allel
dagiliminda anlamlit gbzlendi (p<0,05). DGCRE'In allel dagihmlan
“arasinda koruyuacu olma bakimundan anlambilik tespit edilmistir.
" DGCRY'in kromezomal lokalizasyon agisindan 22 nolu kromozom
“lzerinde yer aldig: gériimektedir. 2211 delesyonu olan bireyler
incelendiinde, baz noropsikiyatriic hastalikiann insidansinda
'am; oldugu gdrilmistir. Bu sonuglar, BGCR'nin naropsikiyatrik
. hastaliclarda &nemli oldugunu ifade etmektedir. AGOT geni igin
“genotipteki istatistiksel anlambibiin, AG genotipinde olmanin,
- AA genotipinde olmaya gdre hastalik olugturma riskini arttirmig
- clabilecegi vurgulanabilir. Lliteratirde, AGC proteinlerinin gok
- farkli RNA susturma yolaklannda dnemii roli oidugu belirtilmesi

" galismadaki sonuclanin dnemini arthirmaktadsr,

investigation of the gene polymorphism’s possible effect
on the risk of attention deficit and hyperactivity disorder
lzcated in the microRNA formation pathway
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Attention deficit and hyperactivity disorder {ADHD} is a widespread
neurobehavioural disarder characterized by impulsivity and
hypermobility. miRkNAs are short, noncoding, one of RNA varieties
functioning as regulators of gene expression in post-transcription.
it has been thought that the the function disorder of miRNAs
jeads to neurodegenerative disease as Alzhaimer, Parkinson and
the biogenesis and functional activity of miRNA play a key role in
development of central nervous. It is stated that miR SNPs called
as single nucleotide polymarphism in main miRNA sequence or on
target miRNA cause to several diseases thereby alter coding the
exprassion grade of protein level. Our hypotesis is determined
whether there is any relationship between ADHD and the
polymorphisms of genes involved in miRNA hiogenesis pathway.
The study included 164 individual from control group, and 151
from case group. Afterwards genotyping was performed with the
ABI Priss 7500 Real-Time PCR system. The mean age of the control
group is 27.23:9.01,and the case group is 27.84 +9.19.According
to the results of genotype and allele distributions; no relationship
observed between ADHD and the polymaorphism in genes RNASEN,
XPO5, RAN, DICER1(both SNP), TARBP2, AGOZ, GEMIN3 and
GEMIN4, The genotype and allele distribution of rs525961 AGO1,
and only the allele distribution of DGCRE 11640299 was found
to be significance(p<0.05). Significance was determined in allele
distribution of DGCRE in terms of protective. Statistical sighificance
in genotype for AGO1 gene, it can be emphasized that having AG
genotype is more risky in terms of resuiting in disease rather than
having AA genotype,
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jrritabl barsak sendromiu hastalarda leptin ve leptin
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irritabl Barsak Sendromu (IBS), Avrupa nifusunun yaklasik olarak
%10-15'ni etkileyen gastrointestinal bir rahatsizlikhr. Hastaligmn
tan ve tedavisine yénelik bivokimyasal ya da molekiier parametre
heniiz behrlenememistin. Adipoz dokudan sentezlenen leptin
hormonu, dncelikl gdrevi olan besin aknimt ve enerji tiketimini
anjiyogenez, homeostazis, lipid ve

avarlamamn yans  sira,




